In the title compound, C 12 H 12 N 2 OS, the dihedral angle between the benzene and thiazole rings is 83.5 (7) . The acetamide group is almost coplanar with the thiazole ring, being twisted from it by 4.2 (9) . In the crystal, pairs of N-HÁ Á ÁN hydrogen bonds link molecules into inversion dimers, generating R 2 2 [8] loops; the dimers are stacked along [001] .
Related literature
For the structural similarity of N-substituted 2-arylacetamides to the lateral chain of benzylpenicillin, see: Mijin et al. (2008) . For our studies of acetamides, see: Nayak et al. (2014) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Symmetry code: (i) Àx þ 1; Ày þ 1; Àz þ 1.
Data collection: CrysAlis PRO (Agilent, 2012); cell refinement: CrysAlis PRO; data reduction: CrysAlis RED (Agilent, 2012); program(s) used to solve structure: SUPERFLIP (Palatinus et al., 2012) ; program(s) used to refine structure: SHELXL2012 (Sheldrick, 2008) ; molecular graphics: OLEX2 (Dolomanov et al., 2009) ; software used to prepare material for publication: OLEX2.
Comment
N-Substituted 2-arylacetamides are interesting compounds because of their structural similarity to the lateral chain of natural benzylpenicillin (Mijin et al., 2008) . As part of our ongoing studies of such systems (Nayak et al., 2014) we report herein the crystal structure of the title compound, (I), C 12 H 12 N 2 OS.
In (I), the dihedral angle between the mean planes of the phenyl and thiazol rings is 83.5 (7)° (Fig. 1 ). The acetamide group (N1/O1/C4/C5) is close to coplanar with the mean plane of the thiazol ring twisted by 4.2 (9)°. In the crystal, pairs of N-H···N hydrogen bonds link the molecules into inversion dimers forming R 2 2 [8] ring motifs and stacked along [001] ( Fig. 2 ).
Experimental
2-Methylphenylacetic acid (0.150 g, 1 mmol), 2-aminothiazole (0.100 g, 1 mmol) and 1-ethyl-3-(3-dimethylaminopropyl)-carbodiimide hydrochloride (1.0 g, 0.01 mol) were dissolved in dichloromethane (20 ml). The mixture was stirred in presence of triethylamine at 273 K for about 3 h. The contents were poured into 100 ml of ice-cold aqueous hydrochloric acid with stirring, which was extracted thrice with dichloromethane. The organic layer was washed with saturated NaHCO 3 solution and brine solution, dried and concentrated under reduced pressure to give the title compound (I). Colourless prisms were grown from methanol solution by slow evaporation (M.P.: 401-403 K).
Refinement
All of the H atoms were placed in their calculated positions and then refined using the riding model with Atom-H lengths of 0.95Å (CH), 0.99Å (CH 2 ), 0.98Å (CH 3 ) or 0.88Å (NH). Isotropic displacement parameters for these atoms were set to 1.2 (CH, CH 2 , NH) or 1.5 (CH 3 ) times U eq of the parent atom. Idealised Me refined as rotating group. where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max = 0.001 Δρ max = 0.30 e Å −3 Δρ min = −0.28 e Å −3 Extinction correction: SHELXL2012 (Sheldrick, 2008) , Fc * =kFc[1+0.001xFc 2 λ 3 /sin(2θ)] -1/4 Extinction coefficient: 0.0013 (5) Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.51096 (2) 1.09810 ( 0.0295 (7) 0.0335 (7) 0.0382 (7) −0.0062 (5) 0.0106 (5) 0.0106 (6) N1 0.0257 (7) 0.0202 (7) 0.0220 (6) −0.0031 (5) 0.0089 (5) 0.0035 (5) N2 0.0257 (7) 0.0219 (7) 0.0250 (7) −0.0004 (5) 0.0096 (5) 0.0022 (5) C1 0.0294 (8) 0.0159 (7) 0.0183 (7) −0.0018 (6) 0.0115 (6) −0.0023 (6) C2 0.0260 (8) 0.0261 (9) 0.0284 (8) 0.0015 (6) 0.0096 (7) 0.0019 (6) C3 0.0308 (9) 0.0247 (9) 0.0235 (8) 0.0044 (6) 0.0101 (7) 0.0013 (6) C4 0.0265 (8) 0.0240 (9) 0.0233 (8) −0.0034 (6) 0.0085 (7) −0.0018 (6) C5 0.0271 (9) 0.0322 (10) 0.0335 (9) −0.0013 (7) 0.0102 (7) 0.0068 (7) C6 0.0263 (9) 0.0361 (11) 0.0391 (10) 0.0002 (7) 0.0070 (7) 0.0099 (8) C4-N1-C1-S1 −4.9 (2) C11-C6-C7-C12 178.7 (2) C4-N1-C1-N2 175.74 (14) C12-C7-C8-C9 −179.7 (3) 
